

SEQUENCE LISTING 



2!^ if€, Hiroo 
Nakao, Kazuwa 
Nakanishi, Shigetada 



<120> Human Endothelin Receptor 



<130> 299002032411 

<140> 09/931,157 
<141> 2001-08-16 

<150> 08/121,446 
<151> 1993-09-14 

<150> 07/911,684 
<151> 1992-07-10 

<150> JP 3-172828 
<151> 1991-07-12 

<160> 2 

<17 0> FastSEQ for Windows Version 4.0 

<210> 1 

<211> 4105 

<212> DNA 

<213> Homo Sapiens 

<220> 
<221> CDS 

<222> (485) . . . (1768) 

<221> sig_peptide 
<222> (485) . . . (544) 

<221> mat_peptide 
<222> (545) . . . (1768) 

<400> 1 

gaattcgcgg ccgcctcttg cggtcccaga gtggagtgga aggtctggag ctttgggagg 
agacggggag gacagactgg aggcgtgttc ctccggagtt ttctttttcg tgcgagccct 
cgcgcgcgcg tacagtcatc ccgctggtct gacgattgtg gagaggcggt ggagaggctt 
catccatccc acccggtcgt cgccggggat tggggtccca gcgacacctc cccgggagaa 
gcagtgccca ggaagttttc tgaagccggg gaagctgtgc agccgaagcc gccgccgcgc 
cggagcccgg gacaccggcc accctccgcg ccacccaccc tcgctttctc cggcttcctc 
tggcccaggc gccgcgcgga cccggcagct gtctgcgcac gccgagctcc acggtgaaaa 
aaaaagtgaa ggtgtaaaag cagcacaagt gcaataagag atatttcctc aaatttgcct 
caag atg gaa acc ctt tgc etc agg gca tec ttt tgg ctg gca ctg gtt 

Met Glu Thr Leu Cys Leu Arg Ala Ser Phe Trp Leu Ala Leu Val 

-20 ^ -15 -10 

gga tgt gta ate agt gat aat cet gag aga tae age aca aat eta age 



24 



Gly Cys Val lie Ser Asp Asn Pro Glu Arg Tyr Ser Thr Asn Leu Ser 
-5 1 5 10 

aat cat gtg gat gat ttc acc act ttt cgt ggc aca gag etc age ttc 625 
Asn His Val Asp Asp Phe Thr Thr Phe Arg Gly Thr Glu Leu Ser Phe 
15 20 25 

ctg gtt acc act cat caa ccc act aat ttg gtc eta ccc age aat ggc 673 
Leu Val Thr Thr His Gin Pro Thr Asn Leu Val Leu Pro Ser Asn Gly 
30 35 " 40 

tea atg eac aac tat tgc eca cag eag act aaa att act tea get ttc 721 
Ser Met His Asn Tyr Cys Pro Gin Gin Thr Lys lie Thr Ser Ala Phe 
45 50 55 

aaa tac att aac act gtg ata tct tgt act att ttc ate gtg gga atg 7 69 

Lys Tyr lie Asn Thr Val lie Ser Cys Thr lie Phe He Val Gly Met 
60 65 70 75 

gtg ggg aat gea act ctg etc agg ate att tac cag aac aaa tgt atg 817 
Val Gly Asn Ala Thr Leu Leu Arg lie lie Tyr Gin Asn Lys Cys Met 
80 85 90 

agg aat ggc ccc aac gcg ctg ata gee agt ett gee ett gga gac ett 865 
Arg Asn Gly Pro Asn Ala Leu lie Ala Ser Leu Ala Leu Gly Asp Leu 
95 100 105 

ate tat gtg gtc att gat etc cct ate aat gta ttt aag ctg ctg get 913 
lie Tyr Val Val lie Asp Leu Pro lie Asn Val Phe Lys Leu Leu Ala 
110 115 120 

ggg cgc tgg cct ttt gat eac aat gac ttt ggc gta ttt ett tgc aag 961 
Gly Arg Trp Pro Phe Asp His Asn Asp Phe Gly Val Phe Leu Cys Lys 
125 , 130 135 

ctg ttc ccc ttt ttg cag aag tec teg gtg ggg ate acc gtc etc aac 1009 
Leu Phe Pro Phe Leu Gin Lys Ser Ser Val Gly lie Thr Val Leu Asn 
140 145 150 155 

etc tgc get ett agt gtt gac agg tac aga gea gtt gee tec tgg agt 1057 
Leu Cys Ala Leu Ser Val Asp Arg Tyr Arg Ala Val Ala Ser Trp Ser 
160 165 170 

cgt gtt cag gga att ggg att cct ttg gta act gee att gaa att gtc 1105 
Arg Val Gin Gly lie Gly lie Pro Leu Val Thr Ala lie Glu lie Val 
175 . 180 185 

tec ate tgg ate ctg tec ttt ate ctg gee att cct gaa gcg att ggc 1153 
Ser lie Trp lie Leu Ser Phe lie Leu Ala lie Pro Glu Ala lie Gly 
190 195 200 

ttc gtc atg gta ccc ttt gaa tat agg ggt gaa eag cat aaa acc tgt 1201 
Phe Val Met Val Pro Phe Glu Tyr Arg Gly Glu Gin His Lys Thr Cys 
205 210 215 

atg etc aat gee aca tea aaa ttc atg gag ttc tac caa gat gta aag 1249 
Met Leu Asn Ala Thr Ser Lys Phe Met Glu Phe Tyr Gin Asp Val Lys 
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220 225 230 235 

gac tgg tgg etc ttc ggg ttc tat ttc tgt atg ccc ttg gtg tgc act 1297 
Asp Trp Trp Leu Phe Gly Phe Tyr Phe Cys Met Pro Leu Val Cys Thr 
240 245 250 

gcg ate ttc tac acc etc atg act tgt gag atg ttg aac aga agg aat 1345 
Ala lie Phe Tyr Thr Leu Met Thr Cys Glu.Met Leu Asn Arg Arg Asn 
255 260 265 



X 



ggc age ttg aga att gee etc agt gaa cat ett aag cag cgt ega gaa 
Gly Ser Leu Arg lie Ala Leu Ser Glu His Leu Lys Gin Arg Arg Glu 
270 275 280 



tac ate ggt att aac ttg gea aee atg aat tea tgt ata aac ccc ata 
Tyr lie Gly lie Asn Leu Ala Thr Met Asn Ser Cys Asn Pro lie 

335 340 345 

get etg tat ttt gtg age aag aaa ttt aaa aat tgt ttc cag tea tgc 
Ala Leu Tyr Phe Val Ser Lys Lys Phe Lys Asn Cys Phe Gin Ser Cys 
350 355 360 

etc tgc tgc tgc tgt tac cag tec aaa agt etg atg ace teg gte ccc 
Leu Cys Cys Cys Cys Tyr Gin Ser Lys Ser Leu Met Thr Ser Val Pro 
365 370 375 

atg aac gga aca age ate cag tgg aag aac cac gat caa aac aac cac 
Met Asn Gly Thr Ser lie Gin Trp Lys Asn His Asp Gin Asn Asn His 
380 385 390 395 



1393 



gtg gea aaa aca gtt ttc tgc ttg gtt gta att ttt get ett tgc tgg 1441 
Val Ala Lys Thr Val Phe Cys Leu Val Val lie Phe Ala Leu Cys Trp 
285 290 295 

ttc ect ett cac tta age cgt ata ttg aag aaa act gtg tat aac gaa 1489 
Phe Pro iieu His Leu Ser Arg lie Leu Lys Lys Thr Val Tyr Asn Glu 
300 305 310 315 

atg gac aag aac ega tgt gaa tta ett agt ttc tta etg etc atg gat 1537 
Met Asp Lys Asn Arg Cys Glu Leu Leu Ser Phe Leu Leu Leu Met Asp 
320 325 330 



1585 



1633 



1681 



1729 



aac aca gac egg age age eat aag gac age atg aac tga ecaeecttag 177 8 
Asn Thr Asp Arg Ser Ser His Lys Asp Ser Met Asn * 
400 405 

aageacteet cggtactece ataatcctet eggagaaaaa aateacaagg eaactgtgae 1838 

tcegggaate tcttetetga teettcttce ttaatteact cecaeaeeca agaagaaatg 1898 

ctttceaaaa eegcaaggta gactggttta teeacccaca acatctacga ategtactte 1958 

tttaattgat etaatttaca tattctgcgt gttgtattca geaetaaaaa atggtgggag 2018 

ctgggggaga atgaagactg ttaaatgaaa ceagaaggat atttactact tttgeatgaa * 2 07 8 

aatagagctt tcaagtacat ggctagcttt tatggeagtt etggtgaatg ttcaatggga 2138 

actggtcacc atgaaacttt agagattaac gaeaagattt tetacttttt ttaagtgatt 2198 

ttttgteett eagceaaaca caatatgggc tcaggtcact tttatttgaa atgteatttg 2258 

gtgecagtat tttttaactg cataatagec taacatgatt atttgaaett atttaeacat 2318 

agtttgaaaa aaaaaagaca aaaatagtat tcaggtgagc aattagatta gtattttcca 2378 

cgteactatt tattttttta aaacacaaat tetaaagcta caacaaatae tacaggeect 2438 
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taaagcacag tctgatgaca catttggcag tttaatagat gttactcaaa gaatttttta 2498 

agaactgtat tttatttttt aaatggtgtt ttattacaag ggaccttgaa catgttttgt 2558 

atgttaaatt caaaagtaat gcttcaatca gatagttctt tttcacaagt tcaatactgt 2618 

ttttcatgta aattttgtat gaaaaatcaa tgtcaagtac caaaatgtta atgtatgtgt 2678 

catttaactc tgcctgagac tttcagtgca ctgtatatag aagtctaaaa cacacctaag 2738 

agaaaaagat cgaatttttc agatgattcg gaaattttca ttcaggtatt tgtaatagtg 2798 

acatatatat gtatatacat atcacctcct attctcttaa tttttgttaa aatgttaact 2858 

ggcagtaagt cttttttgat cattcccttt tccatatagg aaacataatt ttgaagtggc 2918 

cagatgagtt tatcatgtca gtgaaaaata attacccaca aatgccacca gtaacttaac 2978 

gattcttcac ttcttggggt tttcagtatg aacctaactc cccaccccaa catctccctc 3038 

ccacattgtc accatttcaa agggcccaca gtgacttttg ctgggcattt tcccagatgt 3098 

ttacagactg tgagtacagc agaaaatctt ttactagtgt gtgtgtgtat atatataaac 3158 

aattgtaaat ttcttttagc ccatttttct agactgtctc tgtggaatat atttgtgtgt 3218 

gtgatatatg catgtgtgtg atggtatgta tggatttaat ctaatctaat aattgtgccc 3278 

cgcagttgtg ccaaagtgca tagtctgagc taaaatctag gtgattgttc atcatgacaa 3338 

cctgcctcag tccattttaa cctgtagcaa ccttctgcat tcataaatct tgtaatcatg 3398 

ttaccattac aaatgggata taagaggcag cgtgaaagca gatgagctgt ggactagcaa 3458 

tatagggttt tgtttggttg gttggtttga taaagcagta tttggggtca tattgtttcc 3518 

tgtgctggag caaaagtcat tacactttga agtattatat tgttcttatc ctcaattcaa 357 8 

tgtggtgatg aaattgccag gttgtctgat atttctttca gacttcgcca gacagattgc 3638 

ri tgataataaa ttaggtaaga taatttgttg ggccatattt taggacaggt aaaataacat 3698 

caggttccag ttgcttgaat tgcaaggcta agaagtactg cccttttgtg tgttagcagt 3758 

caaatctatt attccactgg cgcatcatat gcagtgatat atgcctataa tataagccat 3818 

aggttcacac cattttgttt agacaattgt ctttttttca agatgctttg tttctttcat 3878 

atgaaaaaaa tgcattttat aaattcagaa agtcatagat ttctgaaggc gtcaacgtgc 3938 

attttattta tggactggta agtaactgtg gtttactagc aggaatattt ccaatttcta 3998 

cctttactac atcttttcaa caagtaactt tgtagaaatg agccagaagc caaggccctg 4058 

agttggcagt ggcccataag tgtaaaataa aagtttacag aaacctt 4105 

<210> 2 . 

<211> 4301 

<212> DNA 

<213> Homo Sapiens 

<220> 
<221> CDS 

<222> (238) . . . (1566) 
<400> 2 

gagacattcc ggtgggggac tctggccagc ccgagcaacg tggatcctga gagcactccc 60 
aggtaggcat ttgccccggt gggacgcctt gccagagcag tgtgtggcag gcccccgtgg 120 
aggatcaaca cagtggctga acactgggaa ggaactggta cttggagtct ggacatctga 180 
aacttggctc tgaaactgcg gagcggccac cggacgcctt ctggagcagg tagcagc atg 240 

Met 
1 

cag ccg cct cca agt ctg tgc gga cgc gcc ctg gtt gcg ctg gtt ctt 2 88 

Gin Pro Pro Pro Ser Leu Cys Gly Arg Ala Leu Val Ala Leu Val Leu 
5 10 15 

gcc tgc ggc ctg teg egg ate tgg gga gag gag aga ggc ttc ccg cct 336 
Ala Cys Gly Leu Ser Arg lie Trp Gly Glu Glu Arg Gly Phe Pro Pro 
20 25 30 



gac agg gcc act ccg ctt ttg caa acc gca gag ata atg acg cca ccc 
Asp Arg Ala Thr Pro Leu Leu Gin Thr Ala Glu He Met Thr Pro Pro 
35 40 45 

27 



384 



act. aag acc tta tgg ccc aag ggt tec aac gcc agt ctg gcg egg teg 432 
Thr Lys Thr Leu Trp Pro Lys Gly Ser Asn Ala Ser Leu Ala Arg Ser 
50 55 60 65 



ttg gea cet geg gag gtg eet aaa gga gae agg aeg gea gga tct ecg 
Leu Ala Pro Ala Glu Val Pro Lys Gly Asp Arg Thr Ala Gly Ser Pro 
70 75 80 



480 



eca cge aee ate tee cet cee ecg tgc eaa gga cee ate gag ate aag «- 52 8 
Pro Arg Thr lie Ser Pro Pro Pro Cys Gin Gly Pro lie Glu lie Lys 
85 90 95 



gag act tte aaa tac ate aac aeg gtt gtg tec tgc ett gtg tte gtg 
Glu Thr Phe Lys Tyr lie Asn Thr Val Val Ser Cys Leu Val Phe Val 
100 105 110 

ctg ggg ate ate ggg aac tec aca ett etg aga att ate tac aag aac 
Leu Gly lie He Gly Asn Ser Thr Leu Leu Arg He He Tyr Lys Asn 
115 120 125 

aag tgc atg cga aac ggt cee aat ate ttg ate gee age ttg get etg 
Lys Cys Met Arg Asn Gly Pro Asn He Leu He Ala Ser Leu Ala Leu 
130 135 140 145 

gga gae etg ctg cae ate gte att gae ate cet ate aat gtc tac aag 
Gly Asp Leu Leu His He Val He Asp He Pro He Asn Val Tyr Lys 
150 155 160 

ctg etg gea gag gae tgg eca ttt gga get gag atg tgt aag etg gtg 
Leu Leu Ala Glu Asp Trp Pro Phe Gly Ala Glu Met Cys Lys Leu Val 
165 170 175 

cet tte ata eag aaa gcc tec gtg gga ate act gtg ctg agt eta tgt 
Pro Phe He Gin Lys Ala Ser Val Gly He Thr Val Leu Ser Leu Cys 
180 185 190 

get etg agt att gae aga tat cga get gtt get tct tgg agt aga att 
Ala Leu Ser He Asp Arg Tyr Arg Ala Val Ala Ser Trp Ser Arg He 
195 200 205 

aaa gga att ggg gtt eca aaa tgg aca gea gta gaa att gtt ttg att 
Lys Gly He Gly Val Pro Lys Trp Thr Ala Val Glu He Val Leu He 
210 215 220 225 

tgg gtg gte tct gtg gtt etg get gtc eet gaa gee ata ggt ttt gat 
Trp Val Val Ser Val Val Leu Ala Val Pro Glu Ala He Gly Phe Asp 
230 235 240 

ata att aeg atg gae tac aaa gga agt tat ctg cga ate tgc ttg ett 
He He Thr Met Asp Tyr Lys Gly Ser Tyr Leu Arg He Cys Leu Leu 
245 250 255 

cat ccc gtt eag aag aca get tte atg eag ttt tac aag aca gea aaa 
His Pro Val Gin Lys Thr Ala Phe Met Gin Phe Tyr Lys Thr Ala Lys 
260 265 270 



576 



624 



672 



720 



768 



816 



864 



912 



960 



1008 



1056 
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gat tgg tgg ctg ttc agt ttc tat ttc tgc ttg cca ttg gcc ate act 1104 
Asp Trp Trp Leu Phe Ser Phe Tyr Phe Cys Leu Pro Leu Ala lie Thr 
275 280 285 

gca ttt ttt tat aca eta atg aee tgt gaa atg ttg aga aag aaa agt 1152 
Ala Phe Phe Tyr Thr Leu Met Thr Cys Glu Met Leu Arg Lys Lys Ser 
290 295 300 305 

ggc atg eag att get tta aat gat eac eta aag cag aga egg gaa gtg 1200 
Gly Met Gin lie Ala Leu Asn Asp His Leu Lys Gin Arg Arg Glu Val 
310 315 320 

gee aaa aee gtc ttt tge etg gte ett gtc ttt gee etc tge tgg ctt 1248 
Ala Lys Thr Val Phe Cys Leu Val Leu Val Phe Ala Leu Cys Trp Leu 
325 330 335 

eee ett cae etc age agg att ctg aag etc act ett tat aat eag aat 1296 
Pro Leu His Leu Ser Arg lie Leu Lys Leu Thr Leu Tyr Asn Gin Asn 
340 345 350 

gat eee aat aga tgt gaa ctt ttg age ttt ctg ttg gta ttg gac tat 1344 
Asp Pro Asn Arg Cys Glu Leu Leu Ser Phe Leu Leu Val Leu Asp Tyr 
355 360 365 

att ggt ate aac atg get tea etg aat tee tgc att aac cca att get 1392 
lie Gly lie Asn Met Ala Ser Leu Asn Ser Cys lie Asn Pro lie Ala 
370 375 380 385 

ctg tat ttg gtg age aaa aga ttc aaa aac tgc ttt aag tea tgc tta 1440 
Leu Tyr Leu Val Ser Lys Arg Phe Lys Asn Cys Phe Lys Ser Cys Leu 
390 395 400 



tge tgc tgg tgc eag tea ttt gaa gaa aaa cag tec ttg gag gaa aag 
Cys Cys Trp Cys Gin Ser Phe Glu Glu Lys Gin Ser Leu Glu Glu Lys 
405 410 415 



1488 



eag teg tge tta aag ttc aaa get aat gat cae gga tat gac aac ttc 1536 
Gin Ser Cys Leu Lys Phe Lys Ala Asn Asp His Gly Tyr Asp Asn Phe 
420 425 430 



cgt tec agt aat aaa tac age tea tet tga aagaagaact atteaetgta 1586 
Arg Ser Ser Asn Lys Tyr Ser Ser Ser 
435 440 



tttcatttte tttatattgg accgaagtea ttaaaacaaa atgaaacatt tgccaaaaca 1646 

aaacaaaaaa ctatgtattt geacagcaea etattaaaat attaagtgta attattttaa 1706 

cactcacage tacatatgae attttatgag ctgtttacgg catggaaaga aaateagtgg 1766 

gaattaagaa agectcgteg tgaaageact taatttttta cagttagcac tteaaeatag 1826 

etcttaacaa ettceaggat attcacacaa eaettagget taaaaatgag eteactcaga 1886 

atttctatte tttctaaaaa gagatttatt tttaaatcaa tgggactctg atataaagga 1946 

agaataagte aetgtaaaac agaactttta aatgaagett aaattactea atttaaaatt 2006 

ttaaaatcct ttaaaaeaac tttteaatta atattatcac aetattatca gattgtaatt 2066 

agatgeaaat gagagageag tttagttgtt geatttttcg gacactggaa acatttaaat 2126 

gatcaggagg gagtaacaga aagagcaagg ctgtttttga aaatcattac actttcacta 2186 

gaageecaaa ecteagcatt etgcaatatg taaeeaaeat gtcacaaaca agcagcatgt 2246 

aacagactgg eacatgtgee agctgaattt aaaatataat acttttaaaa agaaaattat 2306 

tacatccttt aeattcagtt aagateaaac cteacaaaga gaaatagaat gtttgaaagg 2366 
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• 



ctatcccaaa agactttttt gaatctgtca ttcacatacc ctgtgaagac aatactatct 2426 

acaatttttt caggattatt aaaatcttct tttttcacta tcgtagctta aactctgttt 2486 

ggttttgtca tctgtaaata cttacctaca tacactgcat gtagatgatt aaatgagggc 2546 

aggccctgtg ctcatagctt tacgatggag agatgccagt gacctcataa taaagactgt 2 606' 

gaactgcctg gtgcagtgtc cacatgacaa aggggcaggt agcaccctct ctcacccatg 2666 

ctgtggttaa aatggtttct agcatatgta taatgctata gttaaaatac tatttttcaa 2726 

aatcatacag attagtacat ttaacagcta cctgtaaagc ttattactaa tttttgtatt 2786 

atttttgtaa atagccaata gaaaagtttg cttgacatgg tgcttttctt tcatctagag 2846 

gcaaaactgc tttttgagac cgtaagaacc tcttagcttt gtgcgttcct gcctaatttt 2906 

tatatcttct aagcaaagtg ccttaggata gcttgggatg agatgtgtgt gaaagtatgt^ 2966 

acaagagaaa acggaagaga gaggaaatga ggtggggttg gaggaaaccc atggggacag 302 6 

attcccattc ttagcctaac gttcgtcatt gcctcgtcac atcaatgcaa aaggtcctga 3086 

ttttgttcca gcaaaacaca gtgcaatgtt ctcagagtga ctttcgaaat aaattgggcc 3146 

I caagagcttt aactcggtct taaaatatgc ccaaattttt actttgtttt tcttttaata 32 06 

\ ggctgggcca catgttggaa ataagctagt aatgttgttt tctgtcaata ttgaatgtga 3266 

r* (i JA * aaccaaaacc caacaatgtg gccagaaaga aagagcaata ataattaatt 3326 

Cf^ cacacaccat atggattcta tttataaatc acccacaaac ttgttcttta atttcatccc 3386 

aatcactttt tcagaggcct gttatcatag aagtcatttt agactctcaa ttttaaatta 3446 

attttgaatc actaatattt tcacagttta ttaatatatt taatttctat ttaaatttta 3506 

gattattttt attaccatgt actgaatttt tacatcctga taccctttcc ttctccatgt 3566 

cagtatcatg ttctctaatt atcttgccaa attttgaaac tacacacaaa aagcatactt 3626 

gcattattta taataaaatt gcattcagtg gctttttaaa aaaaatgttt gattcaaaac 3686. 

tttaacatac tgataagtaa gaaacaatta taatttcttt acatactcaa aaccaagata 3746 

gaaaaaggtg ctatcgttca acttcaaaac atgtttccta gtattaagga ctttaatata 3806 

gcaacagaca aaattattgt taacatggat gttacagctc aaaagattta taaaagattt 3866 

taacctattt tctcccttat tatccactgc taatgtggat gtatgttcaa acacctttta 3926 

gtattgatag cttacatatg gccaaaggaa tacagtttat agcaaaacat gggtatgctg 3986 

tagctaactt tataaaagtg taatataaca atgtaaaaaa ttatatatct gggaggattt 4046 

tttggttgcc taaagtggct atagttactg attttttatt atgtaagcaa aaccaataaa 4106 

aatttaagtt tttttaacaa ctaccttatt tttcactgta cagacactaa ttcattaaat 4166 

actaattgat tgtttaaaag aaatataaat gtgacaagtg gacattattt atgttaaata 4226 

tacaattatc aagcaagtat gaagttattc aattaaaatg ccacatttct ggtctctggg 4286 

aaaaaaaaaa aaaaa 4301 
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